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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, . 
please do not report the images to the 
Image Problem Mailbox. 
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FIGURE 3 
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FIGURE 4 



Figure 5 



3610 3620 3630 3640 3650 3660 

ATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACG 



3670 



3680 



3690 



3700 3710 3720 

ACATTGGCGfrAAGTGAAGCGACCCGCATT|GACCCTAACGCCTGGGTCGAACGCTGGAAGG 



PCR a 



3730 3740 3750 3760 3770 3780 

CGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTG 



vCTCTAGACGCG 



Xba Linker with 
11 bp insertion 



3790 3800 38>Q/ 3820 3830 

ATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTA 




3840 
ATCA 



3850 3860 3870 3880 3890 3900 

GCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAG 



PCR p 



3910 3920 
TGGCGAGCGATACACCGCATCCGGC 



3930 



3940 



jCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAG 



3950 



3960 



3970 3980 3990 4000 4010 4020 

CAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTG 



TEST FOR ALTERATION OF AN INSERTION MUTATION IN THE lacZ 
(P-GALACTOSIDASE) GENE OF EUKARYOTIC EXPRESSION VECTOR 



Injected Plasmid, 
Experimental 276-mer DNA and RecA 



Sample Protein 



1 pSV-p-gal -276-mer- RecA 

2 pMC1 lacpa - 276-mer - RecA 

3 pMC1 lacXpa - 276-mer - RecA 

4 pMC1 lacXpa + 276-mer - RecA 

5 pMC1 lacXpa + 276-mer + RecA 



Number of Number of Surviving 
Injected Surviving Cells 
Surviving Cells Scoring 
Cells Scoring Blue (%) 
Blue 

168 21 12.5 

98 9 9.2 

173 0 0 

103 0 0 

168 6 3.6 



Figure 6 
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Target pRD.O pRD.59 

Probe I - IP290 IP290 - IP29o|lP290 - DP231 - CP443 I 

RecA +- + + - + -+- + 




FIGURE 11 
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Figure 14A 
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Figure 16 
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Figure 18 
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pRD. 0 FORM III 
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Figure 19 



pRD.O 





pRD.59 




_pRD59 rl* hybrld-EcoR1 
" pRD59 rl* hybrid 



pRD59 I* hybrid 



^ pRD59 rl* hybrid-EcoR1 

^ pRD59 rl* hybrid 



~* pRD59 I* hybrid 



Target: pRD.O 

RecA: + f 

Heat: 



pRD.59 



+ + 
37 45 



+ + • 
55 65°C 



§ lit 



pRD59 rl* hybrid 



pRD59 I* hybrid 



